
rkimball
Text Box
Galliform supermatrix phylogeny using unpartitioned (A) and partitioned (B) ML analyses. Stars indicate branches with strong (≥ 95%) bootstrap support whereas dots nodes indicate branches with moderate (≥ 70%) support. The topology and support for the partitioned Bayesian analysis was virtually identical to that shown (if the tendency for Bayesian posterior probabilities to exceed ML bootstrap values is considered).




